BeperpaneDF

Full name:

Familial hemiplegic Migraine (8 genes) - KUL

Abbreviation:

FHM

Laboratory: Centrum Menselijke Erfelijkheid - KUL
Created: 28 Jun 2019 - 15:02
Changed: 09 Sep 2022 - 11:16

Related Diseases

e Familial or sporadic hemiplegic migraine

Related Analytes

% OF CODING SEQUENCE SUFFICIENTLY
GENE COVERED TO DETECT HETEROZYGOUS C?/TAYRII\IAEJTI\IAC?IER COMMENTS
MUTATIONS
ATP1A2 100.00 1 NM000702.3/ Core gene
NM152296.5/ gene that may be associated with an inherited
ATPIAS 100.00 ! form of Familia Hemiplegic Migraine (FHM)
CACNA1A 100.00 1 NM001127221.1/ Core gene
NM181840.1/ gene that may be associated with an inherited
KCNK18 100.00 ! form of Familia Hemiplegic Migraine (FHM)
NM145239.2/ gene that may be associated with an inherited
PRRT2 100.00 ! form of Familia Hemiplegic Migraine (FHM)
SCN1A 100.00 1 NM_001165963.2/ Core gene
NM004172.4/ gene that may be associated with an inherited
SLCIAS 100.00 ! form of Familia Hemiplegic Migraine (FHM)
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GENE

% OF CODING SEQUENCE SUFFICIENTLY
COVERED TO DETECT HETEROZYGOUS
MUTATIONS

COPY NUMBER
VARIATION

COMMENTS

SLC2A1

100.00

NM_006516.2/ gene that may be associated with an inherited
form of Familia Hemiplegic Migraine (FHM)
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