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Related Diseases

e Autosomal dominant hyperinsulinism due to Kir6.2 deficiency
Autosomal dominant hyperinsulinism due to SUR1 deficiency
Autosomal recessive hyperinsulinism due to Kir6.2 deficiency
Autosomal recessive hyperinsulinism due to SUR1 deficiency

e Congenital glucokinase-related hyperinsulinism

e Congenital hyperinsulinism due to HNF4A deficiency

e DEND syndrome

e Hyperinsulinism due to INSR deficiency

¢ Insulin-resistance syndrome type A

¢ Intermediate DEND syndrome

¢ |solated permanent neonatal diabetes mellitus

e Leprechaunism

e MODY

e Rabson-Mendenhall syndrome

e Transient neonatal diabetes mellitus
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