BeperpaneDF

Full name: Extended Breast Cancer Panel (26 gene) - VUB

Abbreviation: BRCAplus

Description: See https://www.brightcore.be/gene-panels/stht---constitutional-panel---hboc---v3
Type of panel: commercial

Provider: Multiplicom Hereditary Cancer MASTR Plus kit

Version number: V3

Quality coverage: 100%

Laboratory: Centrum Medische Genetica - UZ Brussel VUB

Created: 11 Jul 2019 - 13:08

Changed: 26 Sep 2022 - 13:13

Related Diseases

e Hereditary breast and/or ovarian cancer syndrome
e Hereditary breast cancer

Related Analytes

0,
ABRAXAS1 100.00 1 No comment
ATM 100.00 1 No comment
BARD1 100.00 1 No comment
BLM 100.00 1 No comment
BRCA1 100.00 1 No comment
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% OF CODING SEQUENCE SUFFICIENTLY COVERED TO DETECT

COPY NUMBER

GENE HETEROZYGOUS MUTATIONS VARIATION COMMENTS
BRCA2 100.00 No comment
BRIP1 100.00 No comment
CDH1 100.00 No comment
CHEK2 100.00 No comment
EPCAM 100.00 No comment
MEN1 100.00 No comment
MLH1 100.00 No comment
MRE11 100.00 No comment
MSH2 100.00 No comment
MSH6 100.00 No comment
MUTYH 100.00 No comment
NBN 100.00 No comment
PALB2 100.00 No comment
PMS2 100.00 No comment
PTEN 100.00 No comment
RADS0 100.00 No comment
RAD51C 100.00 No comment
RAD51D 100.00 No comment
STK11 100.00 No comment
TP53 100.00 No comment
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XRCC2

100.00

No comment
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