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Full name: Colon carcinoma (hereditary/familial) (gene panel) (12 genes) - VUB

Abbreviation: CCGP

Description:
https://www.brightcore.be/gene-panels/stht---constitutional-panel---crc---v3

Validation: 20211119

Type of panel: Custom panel

Provider: home made

Version number: V3

Laboratory: Centrum Medische Genetica - UZ Brussel VUB

Created: 20 Dec 2020 - 09:50

Changed: 30 Aug 2022 - 15:30

Related Diseases 

APC-related attenuated familial adenomatous polyposis
Familial adenomatous polyposis
Familial colorectal cancer Type X
Generalized juvenile polyposis/juvenile polyposis coli
Hereditary mixed polyposis syndrome
Hereditary nonpolyposis colorectal cancer
Lynch syndrome
MUTYH-related attenuated familial adenomatous polyposis

Related Analytes 

GENE
% OF CODING SEQUENCE SUFFICIENTLY COVERED TO DETECT 

HETEROZYGOUS MUTATIONS
COPY NUMBER VARIATION COMMENTS

APC 100.00 1
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BRIP1 100.00 1

MLH1 100.00 1

MSH2 100.00 1

MSH6 100.00 1

MUTYH 100.00 1

PMS1 100.00 1

PMS2 100.00 1

POLD1 100.00 1

POLE 100.00 1

PTEN 100.00 1

STK11 100.00 1
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