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Related Diseases 

Familial isolated dilated cardiomyopathy

Related Analytes 

GENE
% OF CODING SEQUENCE SUFFICIENTLY COVERED TO DETECT 

HETEROZYGOUS MUTATIONS
COPY NUMBER VARIATION COMMENTS

ACTC1 100.00 1

CSRP3 100.00 1

JPH2 100.00 1

MYBPC3 100.00 1

MYH7 100.00 1

MYL2 100.00 1

MYL3 100.00 1

PRKAG2 100.00 1

TNNC1 100.00 1

TNNI3 100.00 1
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TNNT2 100.00 1

TPM1 100.00 1
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