BeperpaneDF

Full name:

Obesity - 13 genes - IPG

Type of panel:

Custom panel

Provider:

home made

Version number:

V7

Laboratory: Centre de Génétique-Institut de Pathologie et de Génétique (IPG)

Created: 14 Dec 2022 - 14:47

Changed: 11 Dec 2023 - 11:17

Related Analytes
% OF CODING SEQUENCE SUFFICIENTLY COVERED TO DETECT COPY NUMBER
GENE HETEROZYGOUS MUTATIONS VARIATION COMMENTS

ADCY3 100.00 1 no
BDNF 100.00 1 no
LEP 100.00 1 no
LEPR 100.00 1 no
MC3R 100.00 1 no
MC4R 100.00 1 no
NROB2 100.00 1 no
NTRK2 100.00 1 no
PCSK1 100.00 1 no
POMC 100.00 1 no
SIM1 100.00 1 no



file:///var/www/gentest.healthdata.be/docroot//print/pdf/hdgt_genepanel/391
file:///var/www/gentest.healthdata.be/docroot//print/pdf/hdgt_genepanel/391
file:///var/www/gentest.healthdata.be/docroot//print/pdf/hdgt_genepanel/391
file:///var/www/gentest.healthdata.be/docroot//genepaneltype/95
file:///var/www/gentest.healthdata.be/docroot//genepaneltype/95
file:///var/www/gentest.healthdata.be/docroot//genepaneltype/95
file:///var/www/gentest.healthdata.be/docroot//laboratory/1
file:///var/www/gentest.healthdata.be/docroot//laboratory/1
file:///var/www/gentest.healthdata.be/docroot//laboratory/1
file:///var/www/gentest.healthdata.be/docroot//analyte/4143
file:///var/www/gentest.healthdata.be/docroot//analyte/4143
file:///var/www/gentest.healthdata.be/docroot//analyte/4143
file:///var/www/gentest.healthdata.be/docroot//analyte/424
file:///var/www/gentest.healthdata.be/docroot//analyte/424
file:///var/www/gentest.healthdata.be/docroot//analyte/424
file:///var/www/gentest.healthdata.be/docroot//analyte/3395
file:///var/www/gentest.healthdata.be/docroot//analyte/3395
file:///var/www/gentest.healthdata.be/docroot//analyte/3395
file:///var/www/gentest.healthdata.be/docroot//analyte/794
file:///var/www/gentest.healthdata.be/docroot//analyte/794
file:///var/www/gentest.healthdata.be/docroot//analyte/794
file:///var/www/gentest.healthdata.be/docroot//analyte/4726
file:///var/www/gentest.healthdata.be/docroot//analyte/4726
file:///var/www/gentest.healthdata.be/docroot//analyte/4726
file:///var/www/gentest.healthdata.be/docroot//analyte/3456
file:///var/www/gentest.healthdata.be/docroot//analyte/3456
file:///var/www/gentest.healthdata.be/docroot//analyte/3456
file:///var/www/gentest.healthdata.be/docroot//analyte/4145
file:///var/www/gentest.healthdata.be/docroot//analyte/4145
file:///var/www/gentest.healthdata.be/docroot//analyte/4145
file:///var/www/gentest.healthdata.be/docroot//analyte/1210
file:///var/www/gentest.healthdata.be/docroot//analyte/1210
file:///var/www/gentest.healthdata.be/docroot//analyte/1210
file:///var/www/gentest.healthdata.be/docroot//analyte/3455
file:///var/www/gentest.healthdata.be/docroot//analyte/3455
file:///var/www/gentest.healthdata.be/docroot//analyte/3455
file:///var/www/gentest.healthdata.be/docroot//analyte/3454
file:///var/www/gentest.healthdata.be/docroot//analyte/3454
file:///var/www/gentest.healthdata.be/docroot//analyte/3454
file:///var/www/gentest.healthdata.be/docroot//analyte/1119
file:///var/www/gentest.healthdata.be/docroot//analyte/1119
file:///var/www/gentest.healthdata.be/docroot//analyte/1119

% OF CODING SEQUENCE SUFFICIENTLY COVERED TO DETECT

COPY NUMBER

GENE HETEROZYGOUS MUTATIONS VARIATION COMMENTS
UCP2 100.00 NM_003355.3
UCP3 100.00 no
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